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o|c Acid extraction

OmniLyse® Kiminiature disposable
flow-through cell disruptor

~ A PurelLyse® Kitiniature disposable
flow-through cell disruptoplus
nucleic acid extraction

A RapidLyser - benchtopflow-through
Instrument for mechanical cell lysis
and nucleic acid extraction ‘
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PureLyse®
nle Prep

Typical NA extractions from | PureLys®& NA extraction:
whole cells: Lysis and extraction < 5 min

10 to 18 steps Simple 2step protocol
1 to 2 hours Miniaturized
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PureLyse vs Qiagen; E. coli, Iml samp
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w 25 & . ONTC Sample PCR
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Iml of E.coli,varying concentrations (n=3)
In, Elution 1 min. 200 ul, 2%, 5ul to PCR
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OFUE.col

2 minute lysis s
1 minute elution, 200 pl ) ~
- 25 \
sl g A
Realtime PCR results : =
. s . ——— 8 20 - T
>70% extraction efficiencys —— A ——200
1 e I — = —o gDNAb
e
Sample replicates Ccv
gDNA 10e7 2 0.1 interpolated copies efficiency
: e 1) 200 150 200 (i
PL 200 10 1.4 8,925,897 9,003,203  71% 72%
PL150 10 2.6 :
gDNA 10e4 2 0.0
PL 200 neg 2 1.1 o
PL150 neg 2 1.2 1.0E+00 1.0E+02 1.0E+04 1.0E+06 1.0E+08
TE 8.0 neg 4 1.3 Titre
TE 8.8 neg 2 1.0
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ection

PureLyse® Prep to PERcoltitration

1 mlE.colj 2.5 minute lysis
200 pl elution, 1 minute

Achievable detection:
2 \\ 50 CFUs (6.25 CFU/PCR

Ct

20 —e—PureLyse® Pre reaction)
15
=o—gDNA
10
5 CFUs in transferred to
PurelLyse® preq PCR Efficiency
0 e 50 6.25 83%
1 10 100 1000 10000 100 12.5 67%
) 200 25 49%
copies transfered to PCF 1000 125 330
W, 10000 1250 55%
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Synthetic Stool Mix:
sample prep to PCR

. 1. - CFUs in
PureLyse® to PCBacillus subtilisn Copiesir PureLyse®
Synthetic Stool Mix PgR P:)ep g
60 T 12,5 100 6
i 1.25E+02 1.E+03 6
= 125 CFUs, 50% 1256403 1E+04 5
i 1.25E+04  1.E+05 5
? $ 1250 CFUs, 100% 1256405 1E+06 5
40 / \\ 1.25E+06  1.E+07 5
- =o— PureLyse®
3 30 & PureLyse® NT Sample: Inl of
: o~ Purelyse®Elu B.subtilisvarying
AT ¢ QiagenElul concentrations
I =0 PureLyse® day (n:3) Lysis 2 min
10 —e-Qiagenday 4 Eluti 1 mi !
—o—Swab SSM ution 1 min.
0 e iy 200 |.J.|, 2X, 25ul to

1.E+00 1.E+01 1.E+02 1.E+03 1.E+04 1.E+05 1.E+06 1.E+07 PCR
CFUs
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erium boviBCG

PureLyse® Prep vs Biospec/Qiagen to PCR
Mycobacterium bovis BCG (n=3)

PureLyse@IlutionNeg

/

-»-PureLyse® Elution
-o-BioSpec/Qiagen

——Standards
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L \ | CFUs/ml  copiesin PCR
Biospec/QiageiNeg Purelysed 100 2.5
Prep 200 5
\l 1000 25
100000 2500
10000000 250000
biospec 200 6.25
. . 1000 31.25
1 100 10000 100000 3125
. . 10000000 312500
M. bovis BCG Concentration (cells/ml)std curve 100 1.25
1000 12.5
10000 125
deventer and Angelika Niemz, Keck Graduate Institute 100000 1250
1000000 12500
10000000 125000
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Synthetic Stool Mix

etic Stool

Mix

illus subtilig;

) Qiagen Stool Kit

~
g_el’xfnl Sultate PureLyse®Prep to PCRsubtilisin
e salts Synthetic Stool Mix
Mucin, Bovine 50
Human Serum Albumin i
Huma.n gDNA o i —o— PureLyseG
E. coli é L & PureLyse® N
40 l e Qiagen3
: \9\{\ © PureLyse3
S 30 - &
20 -+ \;
i CFUsin
10 + Copiesir PureLyse®
PCR Prep n
0 e i i v 0 0 6
1.E+001.E+011.E+021.E+031.E+041.E+051.E+061.E+07 12.5 100 6
1.25E+02 1.E+03 6
L CFUs 1.25E+03 1.E+04 5
. 1.25E+04  1.E+05 5
ples at 100 CFUs (12.5/PCR) amplified as try1-2€+%5 1E*6 5
1.25E+06 1.E+07 5
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PureLyse® DNA extraction
of 1ml Sample E. colil x 1@ cells)
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n=>5 (following RNase A treatment)

otermination of DNA
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our 150 pl elutions
atment

all fractions: 88%

e sum offour elutions

ciency

Purelyse® DNA extraction
of 1ml Sample (E. coli 1 x 108 cells)

100

82 %
ad - 78%
E‘ 80 -
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Ll
E 50 4
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8 3p
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2 i
10 4 6%
ﬂ .
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Sample fractions
(following RNase A treatment)
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Figure 2Pico Green measurement of NA

the flow through and the eluant before and
after RNAse A digestion

AReference DNA (gold), predicted by cell
count

ANA before RNAse: 82%

ANA after RNAse: 93%
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OmniLyse® LysiQiagen preps-PCR

BFT
m Elul
m Elu2

standard

Omnilyseno Omnilyse + R'nasstandard + R'nase
R'nase

Qiagen OmniLyse

Treatment

rep:
cells and spores

B. subtilisspores

35.0
30.0 T3¢ +.30.4

27.0

\ »\ZQA
25.0 2472
\'\21 $ 222
20.0
15.0 \- 150 153
10.0
1E+00 1 E+02 1 E+04 1 E+06 1E+08

Concentration (sp/ml)

® Series?

#*0mnilyse (FY/BE)

®Seriesd

#0Omnilyse (NTC)

OmniLyse® Prep: LysitBacillus subt|I|$pores
A500pl samples (12.5l into PCR)
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hances Performance &ample concentrationg:, 000, 100,00
100,000,000 spores

)n of microbial DNA after bHesating before DNA isolation. J Microbic
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OmniLyse® Sample Preparation:
50 mL Culture

sable
or the lab bench, the hood, the cold room or

Iy adapted to variety of chromatography
ducts

process a bacterial pellet from Q. culture
Ses Yeast In 2 minutes
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fication of Hiagged Proteins

mﬁl_ Pipette friendly

Elution

| gl
|

_ Copyright© 2011 Claremont BioSolutions, LLC
e or Denaturlng conditions




ClaremontBi 2
Solutions

Figure 2. OmnilLyse™
eliminates the need for a

preclearing step. Bacteria 5 ":"
expressing 6xHis-EmGFP were ¢,
lysed using OmniLyse™ and 50 -

either directly appliedto Ni-
IDA resin (crude = CR) or

clarified (CL) by centrifugation 55 . e s
at 12,000xg for 15 minutes s i
before applying to Ni-IDA 2
! : &5 20 - c
resin. Protein was purified S
E2 E3  accordingto instructions. M = s \ g
A pellet from 50 mL dE. coli gkt —— 3
expressing 6xHEMGFP was €2
prepared using OmniLyse® prep = ,
for 3 min g

6xHISEmGFPlivitrogen was
purified under native conditions

dza&Ay3 | AA9ELINBaan [/ 2fdzYy Ay fp Figure 3. GFP fluorescence remains stabile
min duringlysis 6xHisEmGFP fluorescence was

measured at 487 nm (ex) and 507 rnemj.
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In Yield, Purity, Time and Price

singlisExpress
I-NTA spin columns 78

100 =
75 -

50 W

37 =

Kit samples processed 3 minutes o I HisGFP

amples purifieds perY | y dzF | O dzNE 3

|On 10 .
M HE Q

Sis preceded both methods

Company Purification
Time

HisExpress 1.2  >95 <5 min <5min
Column

Qiagen 04 >95 Variable 1 hr

spin column
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